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Molecular Movies International Symposium 2022

International Symposium Program

12th / May 5:00pm- 9:10pm JST (CET 12th/May 10:00am- 2:10pm, CST 12th/May 4:00pm- 8:10pm)

with one-photon absorption?

Speaker Afiliation Title Session chair
17:00-17:10 | Prof. So Iwata Kyoto University Opening Remarks -
17:10-17:50 | Prof. lime Schlichting MPI for Medical Mechanism and dynamics of fatty acid photodecarboxylase | |yata

Research
Fixed target serial crystallography for studying protein
17:50-18:30 | Dr. Alke Meents DESY Yamamoto
dynamics
MPI for Three routes to molecular movies
18:30-19:10 | Prof. Helmut Grubmiller | Multidisciplinary Miyashita
Sciences
Resolving gating and allosteric modulation in ion
19:10-19:50 | Prof. Erik Lindahl 3:32?;1;1 channels through simulations and small-angle neutron | Miyashita
scattering
19:50-20:30 | Prof. Peng Chen Peking University Bioorthogonal Protein Activation in Space and Time Kiyonaka
Visible/near-infrared-light photorelease: How far can we go
20:30-21:10 | Prof. Petr Klan Masaryk University Furuta

# 30min presentation + 10min Q&A




Molecular Movies International Symposium 2022

13th / May 8:00am-12:05pm JST (CDT 12th/May 6:00pm-10:05pm, EDT 12th/May 7:00pm-11:05pm)

Speaker

Afiliation

Title

Session chair

Controlling the Fate and Function of Proteins with Proximity

8:00-8:40 Prof. Dirk Trauner New York University Kiyonaka
Photopharmacology
8:40-9:20 Prof. Marius Schmidt | —miversity of Wisconsin- | Mix-and-Inject Serial Crystallography Nango
Milwaukee
Time-resolved serial femtosecond crystallography of microbial
9:20-10:00 Prof. Eriko Nango Tohoku University Iwata
rhodopsins
Classical and QM/MM simulations of “molecular movies” for
10:00-10:40 | Prof. Qiang Cui Boston University Miyashita
understanding the functions of biomolecular machines
Unification of molecular movies and large-scale quantum
10:40-11:20 | Dr. Junichi Ono Waseda University lwata
molecular dynamics
; SLIPT: a chemical approach for controlling protein localization
11:20-12:00 | Prof. Shinya Tsukiji | 290y Institute of Kiyonaka
Technology and cell signaling
12:00-12:05 | Prof. So Iwata Kyoto University Closing Remarks -

# 30min presentation + 10min Q&A




Short talk Session Program
May 13th (Fri) 1:30pm -4:00pm

Molecular Movies International Symposium 2022

Room : Main Office Building Lecture Hall

Time

Name

Affiliation

Title

AO01_Structural biolo

gy (Chair; Iwat

a)

13:30-

Kobe

Elucidation of cancer signal transduction mechanism using

Shi Fumi
13:40 'ma Fumi University photo-controllable Ras on an atomic scale.
13:40- | Shimada Gifu The structures of catalytic intermediates of cytochrome ¢
13:50 | Atsuhiro University oxidase
Extrapolated difference Fourier map is an illustrative method
13:50- | Suga Okayama . . .
o ) , to analyze light-induced structural changes in a photosynthetic
14:00 | Michihiro University )
membrane protein
14:00-
|

14110 | C3NCe
AO01_Structural biology (Chair; Park)

N
14:10- | Ohashi Ine;?ifusfceel of Strategic approach towards cone pigment structure
14:20 | Sayaka determination

Technology

Nagoya
14:20- | Katayama g y oL . .
14:30 | Kota Institute of Vibrational spectroscopic study of G protein-coupled receptor

' Technology
14:30- | Tanaka Ibaraki Reconsideration of hydrolysis reaction mechanism by
14:40 | Ichiro University lysozyme-NAG complex crystal structure analysis
(Break)

AO01_Chemical biology (Chair; Kiyonaka)

National
14:50- | Shimomura | Institute for Generation of photo-switchable potassium channels by
15:00 | Takushi Physiological | incorporation of the azobenzene-based unnatural amino acid

Sciences

The . . .
15:00- | Campbell University of Next Generation Biosensors Enabled by High-speed
15:10 | Robert y Visualization of Dynamic Mechanisms

Tokyo

BO1_Molecular Movie Platform Design (Chair; Yamamoto)

15:10- | Suzuki Hokkaido Reducing background noise of X-ray crystallography data
15:20 | Akihiro University through improved sample environment

15:20- | Matsuura RIKEN Development of in-vacuum diffractometer for

15:30 | Hiroaki microcrystallography at SPring-8 (Online)




Room : YCU 2F Library

Molecular Movies International Symposium 2022

Time Name Affiliation Title
CO01_Computational Chemistry and Spectroscopy (Chair; Kubo, Kimura)
13:30- | Kimura Kobe Microspectroscopic systems for time-resolved measurements of
13:40 | Tetsunari | University protein microcrystals
13:40- | Mizuno Osaka Cis-trans reisomerization preceding reprotonation of the retinal
13:50 | Misao University chromophore in the schizorhodopsin photocycle (Online)
13:50- | Kubo University of | Time-Resolved Spectroscopy for Tracking DNA Repair by
14:00 | Minoru Hyogo Photolyase
14:00- Yagi RIKEN Reaction dynamics of light-driven protein studied by non-
14:10 | Kiyoshi adiabatic QM/MM molecular dynamics simulations

) ) Nagoya - . .
14:10- | Mizuno Ins?itusfce of Low-temperature UV-visible and FTIR spectroscopic studies on
14:20 | Yosuke a UV sensitive visual pigment

Technology
(Break)

CO01_Computational Chemistry and Spectroscopy (Chair; Miyashita, Syouiji)

14:30- | Mitsutake | Meiji Analysis for Stability and Dynamics of Proteins using Molecular
14:40 | Ayori University Dynamics Simulations
Molecular Dynamics Simulations for Determination of the
14:40- | yokoi Meiji Characteristic Structural Differences between Inactive and
14:50 | Shun University Active States of Wild-type and Mutants of the Orexin 2
Receptor (Online)
. Tokyo
14:50- Analysis of free energy landscape and pathways of protein
Kitao Akio | Institute of y gy - P P . Y P
15:00 structural changes, dissociation and association
Technology
15:00- | Shoji University of | Theoretical insights into the molecular mechanisms of
15:10 | Mitsuo Tsukuba dynamical biochemical reactions
15:10- | Hayashi Kyoto Theoretical study on molecular mechanism of an activation
15:20 | Shigehiko | University process of aequorin bioluminescence (Online)

HHybrid meeting with Zoom.

#Language : English
#5min presentation + 4min Q & A




Poster Session Program

May 13th (Fri) 4:00pm -6:00pm

Molecular Movies International Symposium 2022

E3a0) Filg RRE—24 bV
1 HBE &RE LEBRFEY Y /OMAVERAREY2— RTPVTFEABET7 AV T VORIXAF-BEHOEES FHE
2 KiE bthiE HHEITEXRFKRFR Strategic approach towards cone pigment structure determination
Hybrid in-silico drug discovery for covalent inhibitors against SARS-CoV-2 main
3 N EREAXS v g v g
protease
4 Rl #X Nagoya Institute of Technology Vibrational spectroscopic study of G protein-coupled receptor
Drawing the structural dynamics information on Ras-mediated GTP hydrolysis
5 AN A (R BB RIS F R > & — € W yarol
out of freeze-trapped time-resolved SS-ROX data
Next Generation Biosensors Enabled by High-speed Visualization of Dynamic
6 Campbell Robert BRAFXFRESRARILLER ) v High-s y
Mechanisms
7 iRk ER KIRAZEXRFERTFHER
8 BH Rk IFEXFE  ISAEYRFE The structures of catalytic intermediates of cytochrome ¢ oxidase
Generation of photo-sensitive ion channels by incorporation of the unnatural
9 T #RE B AR FAREE EEFHRAR . . P . y P
amino acid in Xenopus oocyte expression system
Theoretical insights into the molecular mechanisms of dynamical biochemical
10 X7 X5 FIRKE . & Y
reactions
11 #K X tHEXRFEFRIFHER B SBEETOSRE(ICAT FHRFHN S 2 7 L DK
12 Srinivasaraghavan RIKEN Automated Density Extraction of Isomorphous Difference Map and Occupancy-
Sriram estimation for Conformer Fitting
Reconsideration of hydrolysis reaction mechanism by lysozyme-NAG complex
13 M PRI TR yeroly yson .
crystal structure analysis
14 FH B RRAFAFREFRAREMLF TR Chemi-genetic indicators for metal ions using HaloTag self-labeling protein
School of Life Science and Technology, . o . i
15 Tran Duy . A hint to inhibit the hexamerization of the SARS-CoV-2 Nsp15 protein
Tokyo Institute of Technology
X Towards time-resolved serial femtosecond X-ray crystallography (TR-SFX) of
16 Nuemket Nipawan JASRI i )
human visual rhodopsin
Extrapolated difference Fourier map is an illustrative method to analyze light-
17 % 3 Rk xap rier map ‘ analyze fie
induced structural changes in a photosynthetic membrane protein
18 EANEA EMAFEASMAFEHRMELRAERSY  Diels-Alder RISZ1TIBROBFE U TL7 4 M X BESEERITICRITAER
R HIER EfERIE
Non-cryogenic X-ray crystallography under various ambient conditions using the
19 B8 wE B SR & — crvog y clystarograpny ¢
humid air and glue-coating (HAG) method
Development and applications of a series of genetically encoded GFP-based
20 #HE $E RRAFAFREFRAREMEF TR i P pp- . g y
intracellular L-lactate indicators.
21 HEH £t BEKZE RS FEETTRPF ¥ 2V DBREL Y-8z BRiEH 3
_ Visualization of allosteric structural changes in Ras on GTP hydrolysis process
22 1EE HiE HWEKE
¥ using SACLA / SPring-8 / NMR
Low-temperature UV-visible and FTIR spectroscopic studies on a UV sensitive
23 k% B EEBTRASAER owreme : P
visual pigment
24 RE ENRE AR E Dynamical Analysis for Protein Simulations Using Relaxation Mode Analysis
RIKEN Center for Computational
% =FH _ P XFELERF — % #EALENAT Yy KEFY Y/ T7A—F
Science
26 M HE KERERIKZE SUTNT oL FORBERBERITICE O CIRER T I BB R O MIEEE O/
21 N\KiE BALFERRAR FEBTEAQM/ MM FEV A2 EIC & 2 8@ & SN EDORIE ST 7 XX
28 uO —rk RRAZFXRZREFRMAREMCFZTIR Self-Complementing Split Fluorescent Protein-Based Biosensors for Calcium lon
Time-resolved microspectroscopic detection of a key intermediate in the UV-
29 LA KE EERIKTF
o damaged DNA repair by (6-4) photolyase.
30 LR =T KRS KSR T SR Kinetics of electron returns in successive two-photon DNA repair by (6-4)

photolyase




	3_領域会議Program0420.pdf
	3_International Symposium Programv5.pdf
	3_Short talk Session Program0427.pdf
	3_Poster session Program_0419.pdf

